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Specific Detection of White rust(Albugo macrospora (Togashi) S. Ito) from Seeds of
Komatsuna (Brassica campesiris L.) by PCR

Teruhiko SuciMURA, Naotake OGasawarRa™', Shigeki MorivyaA™' and Kei Asar*?

Summary

We amplified the nuclear rDNA-ITS region of White rust(Albugo macrospora) and Komatsuna(Brassica campesiris)

by PCR and determined their nucleotide sequences. We designed primers for amplifying specifically the ITS region

of A. macrospora by comparing their sequences. We were able to detect pathogens from seeds of B. campesiris speci-

fically using this primer set and annealing at 55Cin PCR. The disease did not develop by sowing seeds.
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Bolrylis cinerea -

Septoria chrysanlhemella -
Fusarium oxysporum -
F. graminearum —
Sclerotium scleroliorum -
Pyricularia oryzae -
Collelolrichum gloeosporioides -
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Albugo macrospora +
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TTTTTTGTCG CCATATGCAA CGCTTCTTCG AGGAGTGTTT GTGTATGTGT 100
GGGCTAACCG AAGGCTTTTG ACCGTAAGGT TGGAAGCTGA TGTTTTTTCT 150
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GACCCTTTAGC CTCAATATGA ATTTCGCAAG AACGAAAGTT TTTGCGTTTA 200
CTTCCACAAA CTTTCAGCAG TGGATGTCTA GGCTCGCACA TCGATGAAGA 250
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CGAAATTTTG AAGGCATATT GCACTTTCGG GTTATGCCTG GAAGTATGCG 350
TGTATCAGTG TCCATATCAC AAACTTGCCC TTTTCTCTTT TGGAAAGGTG 400
CAGATGCTGA GGTGTCTTTT TGGATCAAAA GATTTGAAAC GTCCCTTGAA 450
AAGCAGAGGA TACAAGGCTT TCCGTACACA TGCTTTGCGT TTGTACATGC 500
TTATCAGTGC GATCTTTGTT TTTGTGACTG GGACGTTGTA CTAGTTGCTT 550
TCCACGTTGG GTCACTCAAA TATGCAGTGT TCATTTGCGG TATGTTTTGC 600
TTCGGCTTGA CACATTAGCT CATGAGATTG TATAGTTGGT TGTTCTTGTG 650
GGTAGTACTT AGGATAATGG AAAGGTCATC AAGGAGACGG AATTGCGTAC 700
TGACAAGCTG TACCGAAGTT AAATGCATGG GAAAGACTTT ATCGTTAATT 750
GGGAAAAGGA TGCGTGTTGT TTGCTCITCG CTCTTGAAGG ATGCACTTGC 800
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288
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Fig.1. Sequence of nuclear rDNA-ITS regions of
Albugo macrospora
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GTACCCTGGA AACAGAACGA CCTGAGAACG ATGAAACATG ACTCTCGGTA 50
GGCCGGTTTC TTACTGTGCC TGCTGATTCC GTGGTTATGC GTTCATCCTT 100
GGCCAAGACT TCAGTTTTGG TTGGATCGTA CGCATAGCTT CCGGATATCA 150
CCAAACCCCG GCACGAAAAG TGTCAAGGAA AATGCAACTA AACAGCCTGC 200
TTTCGCCAAC CCGGAGACGG TGTTTGTTCG GAAGCAGTGC TGCAATGTAA 250
AGTCTAAAAC GACTCTCGGC AACGGATATC TCGGCTCTCG CATCGATGAA 300
GAACGTAGCG AAATGCGATA CTTGGTGTGA ATTGCAGAAT CCCGTGAACC 350
ATCGAGTCTT TGAACGCAAG TTGCGCCCCA AGCCTTCTGG CCGAGGGCAC 400
GTCTGCCTGG GTGTCACAAA TCGTCGTCCC CCCATCCTCT GGAGGATATG 450
GGACGGAAGC TGATCTCCCG TGTGTTACCG CACGCGGTTG GCCAAAATCC 500
GAGCTAAGGA CGTCAGGAGC GTCTTGACAT GCGGTGGTGA ATTTAATTCT 550
CGTCATATAG TCAGCGTTCC GGTCCAAAAG CTCTTGATGA CCCAAAGTCC 600
TCAACGCG 608
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Fig.2. Sequence of nuclear rDNA-ITS regions of
Brassica campestris cv. Natsurakuten
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Fig.3. Amplified products of nuclear rDNA-ITS regions from seeds of B.
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Fig.4. Detection of A.macrospora from seeds of B. campesiris by PCR
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Table 2. Desease development of white rust on
seedlings of B. campestris
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