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Genetic Relationships on Pleurotus eryngii inferred from RAPD analysis
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Seventeen strains of Pleurotus eryngii, including commercial cultivars from Japan and foreign
countries as well as strains collected from nature, were examined for genetic difference using
RAPD(Random Amplified Polymorphic DNA) analysis of genomic DNA. Genetic diversity among
17 strains of P. eryngii was evaluated by RAPD analysis using three random primers. The culti-
vated strains showed similar RAPD phenotypes and were distinguishable from the wild strains. It
was revealed that some cultivars of P. eryngii in Japan might have a common origin or genetic re-
latedness. This genetic information may assist outbreeding in crosses among monokaryons derived

from the wild and the cultivation strains of which their origins have not known.
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%1, #t{@%%  Table1. Fungal strains used in this study
H#R Strain Rk H % Locality or Origin and source
NPEO10 H A E P 3kss A Commercial strain in Japan
TMIC-2% BRUR A Strain commercially cultivated in Tottori pref., Japan
NPE00O9P H ARE R R E Commercial strain in Japan
Czech® F x o HF1E Czech
KX EG-G HAEMNEERE (/v 729 Commercial strain in Japan { KINOXY)
Taiwan BB Commercial strain in Taiwan

ATCC36047¢ Fx I ATNFTHE (ATCC36047)

KX EG-9 AAREPNEEGE (/7 v 229
Germany® FA
Nara No.1'  HAREMN#HERE

ATCC90212¢ FU ¥+ (ATCC90212)
ATCCO0787¢ A4 Y JE (ATCCY0787)
ATCC90887¢ 7 F v AR (ATCC90887)
ATCCI0888° 7T » A (ATCCY0888)

UNICORN® 7 AU W &REHEEHME (UNICORN)
WC827 N7 (RY Y AN TINT R RIERR)
514 A Y WSS RERE R

Czechoslovakia (ATCC36047°)
Commercial strain in Japan (KINOXY)

Germany

Commercial strain in Japanf

Greece (ATCC90212°)

Spain (ATCC90787°%)

France (ATCC90887°)

France ~(ATCC90888°)

Commercial strain in U.S.A. (UNICORN®)

Russia (PSUMCC")

PSUMCC"

AREDZ &> ¥ —HEFRT AR a. Tottori Mycological Institute Culture Collection.

b. 19964F 12 BEERN TS SN TR L RS L 7.

b. Author isolated from fruit-body

purchased in a grocery in Takatori, Nara, Japan in 1996.

C. BMEEEUEITAUNEERT MEM-EK L V5588 o H.Neda in Kyushu branch of Forestry and Forest Products

Research Institute, Japan in 1997

d. H&H ¥/ v 7 A, EHE

d. KINOX Co., Ltd., Miyagi, Japan.

TAYB A THNFv—2b 5 3> e American Type Culture Collection.

f. 1996 ICHEBIERENN TR SN T TER L h gL 7,

purchased in a grocery store in Qoyodo, Japan in 1996.

f. Author isolated from fruit-body

g, 2za—tt, TAYHERETFH AN g UNICORN Imp & Mfg Corp., Texas, USA.
h., Ny PN PRI HEERAERE#E  h. Pennsylvania State University Mushroom Culture Collection.
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Fig. 1 RAPD profiles produced from 17 isolates of

Pleurotus eryngii using primers OPA-0l, OPA-08 and
OPA-14, respectively.

1, NPEO10; 2. TMIC-2; 3. NPE009; 4. Czech: 5. KX
EG-G; 6. Taiwan: 7, ATCC36047: 8, KX EG-9: 9.
Germany; 10, Nara No.l; 11, ATCC90212; 12,
ATCCH0787; 13, ATCCH0887; 14, ATCCHO88S:
15 UNICORN: 16, W(C827; 17.514; M., 100 bp ladder
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Table 2. Genetic distance matrix among 17 strains based on RAPD patterns of Pleurotus eryngii for three primers

NPEQIO  TMIC-2  NPEOOY Coech KX EG-G Taiwan  ATCC36047 KX EGY  Germany Nara No.l ATCC90212 ATCC90787 ATCCO0887 ATCCY0888 UNICORN — W(827 oM
NPEO10 0.000
TMIC-2 0.000  0.000
NPEO0O9 0.000  0.000  0.000
Czech 0.429  0.429  0.429  0.000
KX EG-G 0.429  0.429  0.429 0.000  0.000
Taiwan 0.385  0.38  0.385 0.067 0.067  0.000
ATCC36047  0:231 0.231  0.231 0.600  0.600  0.571  0.000
KX EG9Y 0.286  0.286 0.286 0.2560 0.250 0.333 0.333 0.000
Germany 0.294 0.294 0.294 0.368 0.368 0.444 0.333 0.263 0.000
Nara No.l 0.375 0.375 0.375 0.667 0.667 0.647 0.176  0.444  0.333  0.000
ATCC90212 0.600  0.600 0.600  0.529  0.529  0.500 0.625 0.647  0.700  0.579  0.000
ATCC90787 0.333  0.333  0.333  0.529  0.529  0.500 0.375  0.412  0.500 0.368  0.333  0.000
ATCC90887 0.647  0.647  0.647  0.579  0.579  0.667 0.667 0.579 0.636 0.619  0.500  0.400  0.000
ATCC90888 0.667  0.667 0.667 0.800 0.800 0.789  0.579 0.700 0.739  0.545 0.619  0.429 0.652  0.000
UNICORN 0.867  0.867 0.867 0.766 0.765 0.750  0.750  0.765 0.900 0.789 0.778 0.667 0.700  0.714  0.000
WC827 0.867  0.867 0.867 0.765 0.765 0.750 0.750  0.765  0.900 0.789  0.778 0.667 0.700  0.714  0.000  0.000
514 0.875 0.875 0.875 0.778 0.778 0.765 0.765 0.778 0.905 0.700 0.684  0.579 0.619 0.636  0.053 0.053  0.000
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Fig. 2. Dendrogram based on RAPD phenotype of Pleurotus eryngii analyzed by UPGMA analysis.
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