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The Mating System and Analysis of Incompatibility Factors in Pleurotus eryngii

Yasushi OBATAKE + Shigeyuki MURAKAMI** + Teruyuki MATSUMOTO** and Yukitaka FUKUMASA-NAKAI#*
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The genetic constitution of A and B incompatibility factors in the two test strains of Pleurotus eryngii (DC.:
Fr.) Quél was examined by linkage analysis. Mating tests using basidiospore progeny from each of those
confirmed that the mating system of P. eryngii is tetrapolar with two A and B incompatibility factors. There
was no linkage between the A and B incompatibility factors in P. eryngii similar to various tetrapolar
basidiomycetetous mushrooms. The B incompatibility factor recombinants were found among about 20 spore
isolates of each strain on the test crosses. It was also demonstrated that the genetic distance between two

subunits of the B incompatibility factor in this fungus, B« and B /3, were varied between 4.5 and 7.4 ¢M on
the two strains. On the other hand, any A recombinant was not found in mating tests of the two strains.
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Table 1. Results of pairings among 20 monokaryotic isolates of Pleurotus eryngii, TMIC-2 (a) and Germany(b)
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Table 2. Segregation analysis and occurrence of recombinant of the incompatibitity factor in Pleurotus eryngii, TMIC-2
(A1B1+A2B2) and Germany (A3B3+A4B4)

(a) TMIC-2
BT kS PXVES
Original B factor® Recombinant®
Bl (al1j31) B2 («232) Brecl («132) Brec2 («231)
AT Al 105 131 7 3
Afactor A2 105 131 3 9
A 2 2 0 0
Recombinant
4948k, A total of 494 isolates. AIBI:AIB2:AZB1:AZB2, y #(1:1:1:1)=2.484, P=0.50-0.30.
Al:AZ=246:248, v *(1:1)=0.008, P=0.95-0.90. BI:B2=210:262, »?*(1:1)=0.077, P=0.90-0.80.
BRI A2 AR 22/494 X 100=4.45% . Recombination value of B factor 22/494 X 100=4.45%
Y L BRBRETEMET A 200 Ty M EFET,
Y« and 3 show two subunits which constitute B incompatible factor.
® Brecld BAFIGMRT- O A A 259, Brec shows recombination of B incompatible factor.
(b) Germany
BET" BIA T4 2 1
Original B factor® Recombinant®
B3 («343) B4 (a4/54) Brec3 (¢ 3/34) Brecd (a4/23)
ARF A3 54 77
Afactor A4 75 69 7
FLA 2 B 0 0
Recombinant

297Hk. A total of 297 isolates. A3B3:A3B4:A4B3:A4B4, »*(1:1:1:1)=6.00, P=0.20-0.10.
A3:A4=140:157, »°(1:1)=0.973, P=0.50-0.30. B3:B4=129:146, b4 2(1:1)=1.051, P=0.30-0.20.
BRF-#LA&M 2 il 22/297X100=7.41%. Recombination value of B factor 22/297 X 100=7.41%
£3 TMIC-2MEFRBEFHEAE AN —BERFINSHEAEHEFREL Y BFO5
Table 3. Segregation analysis of spore progenies derived from the cross A1Breci(a182) XAZBrec2(a?231)

between Bincompatibility factor recombinant monokaryons isolated from TMIC-2

B F-#l Andf 2 71 BT
Recombinant B factor Original B factor®
Brecl (al32) Brec2 («2/21) Bl («131) B2 («2432)
AR Al 24 25 1 2
Afactor A2 23 23 1 3
LA g0 2 B 0 0

Recombinant

102 £k A total of 102 isolates.

B A4, A3 2l 7/102 X 100=6.86% Recombination value of B factor 7/102 X 100=6.86%
a, bl3F2 %A L, Foraandb, see Table 2.
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